This Page Is Inserted by IFW Operations 
and is not a part of the Official Record 

BEST AVAILABLE IMAGES 

Defective images within this document are accurate representations of 
the original documents submitted by the applicant. 

Defects in the images may include (but are not limited to): 

• BLACK BORDERS 

• TEXT CUT OFF AT TOP, BOTTOM OR SIDES 

• FADED TEXT 

• ILLEGIBLE TEXT 

• SKEWED/SLANTED IMAGES 

• COLORED PHOTOS 

• BLACK OR VERY BLACK AND WHITE DARK PHOTOS 

• GRAY SCALE DOCUMENTS 

IMAGES ARE BEST AVAILABLE COPY. 



As rescanning documents will not correct images, 
please do not report the images to the 
Image Problem Mailbox. 



1 

Matter No.: 07334-330002 Page 1 of 8 ] 

Applicant(s): John Bertin 

NOVEL MOLECULES OF THE CARD-RELATED PROTEIN 
FAMILY AND USES THEREOF 



1 GTCGACCCACGCGTCCGGCAGCAGGCAGGCTGCAGCAGGCGAGCA 
C^GCTGGGTGCGCAGGCCGTCGTCCGTCCGACGTCGTCCGCTCGTCG 



63 TGACCGCGGCTGCCCACCCCAC^GCC^^ 

ACTGGCGCCGACGGGTGGGGTCTCGGTACCCCGCCCGTGCTCTAC 

l^MGRARDA I LDAL 



125 GAAJ^.CTTGTCAGGGGATGAACTCAAAAAGTT^ 

CT1T 1GAACAGTCCCCTACTTGAGTTTTTCAAGTTCTACITC 

. i 3 A A Ji - 1 - - s - A - ? - - E - - L - - !5 - - K - A . !5 - A A _ t . A .1 . A P. A - £L - 

187 AGAAGGCTATGGGCGCATCCCACGCGGGGCCCTGCTGCAGATGGACGC 

TCTTCCGATACCCGCGTAGGGTGCGCCCCGGGACGACGTCTACCTGCGGTATCTA 

.33/. J.A.L 9- - R - A _ f. A A .6. A A. P. A .9 . a. A A . A A 

249 ACAAACTTGTCAGCTACTATCTGGAGTCGTATGGCT 

TGTITCAACAGTCGATGATAGACCTCAGCATACCGAACCTC 
_ 54^jD_ . K _ L _ A A - A A A - E_ A -A G_ A A . L_ J_ .M.J. _V _ L _ _R 

311 GACATGGGCTTACAGGAGCTGGCTGAGCAGCTGCAAACGACT 
CTGTACCCGAATGTCCTCGACCGACTCGTCGACGTTTGCTC 

A 5 A P. A .9. A A A . - L - A . §. P. A . 9. J. .1 . A A A . A A A . Y. . 

373 GGCAGCTGCAGCCAGTGTCCCTGCrcAGA 

. CCGTCGACGTCGGTCACAGGGACGAGTCTCATGTCGGTCTTC 
95A . A . A. A - 6 - A A . A A. A . A A _A _ R_ J_ _G _ H_ A A - P- A 

435 ACAGGCAAGCACTCATTGCCAGGGTCAC^ 

TGTCCGTTCGTGAGTAACGGTCCCAGTGTCTTCACC 

ii6_^h _r _ p_ a A . J . A .5 . y. A A . y_ A -9. y. A .9. a. A A. A - . 

497 AGTGTGCTGACTGAAGGACAGTACCAGGCAGTTCGTGC^ 
TCACACGACTGACTTCCTGTCATGGTCCGTCAAC^ 

i3?A A A A - J. A .9. P. A . 9. A A - A A A _ t_ a A . 9. A A _m_ _ 

559 GAGGAAGCTCTrcAGCTTTCTTCCATCCTGGAACCTC 
CTCCTTCGAGAAGTCGAAACAAGGTAGGACCTTGGAC^ 

157A . R. A A -AAA- Y. A A _ w_ _n a _ a a A. P. A A - A A 

621 CCTTGAAGGAAATAC^TCCCTACITGGTGATGGA 

GGAACTTCCTTTATGTAGGGATGAACCACTACCTGGACCTC ID NO:3) 

178AA. A _ A a A. A A.Y. A A A. p. A A . P. A ISEQjp NO.2) 

683 AGCTACATTATCTAGCTCCTGACTTTGTATAC 

TCGATGTAATAGATCGAGGACTGAAACATATGTGTTAAAAACri^ 



745 GTTTAAAAAAAAAAAAAAAAAAAGGGCGGCCGC (SEQ ID NO:1) 
CAAA 'ri ' l ' lTri ' l ' l ' l ' lTriJl ' riTl CCCGCCGGCG 



FIG. 1 



Matter No.: 07334-330002 Page 2 of 8 

Applicant(s): John Berlin 

NOVEL MOLECULES OF THE CARD-RELATED PROTEIN 
FAMILY AND USES THEREOF 




| I : I ! ! | I i • I I | I I I | I | | 

1 41 81 121 161 



FIG. 2 



Cys i 
Ngly ' « 



1 41 81 121 161 



FIG. 4 



Matter No.: 07334-330002 Page 3 of 8 

Applicant(s): John Bertin 

NOVEL MOLECULES OF THE CARD-RELATED PROTEIN 
FAMILY AND USES THEREOF 

1 CGCGTCCGGCTGCAGCGGG^ 
GCGCAGGCCGACGTCGCCCC^CTC 

]> M G 

61 GCGCGCGCGACGCCATCCTGGATGCGCT 

CGCGCGCGCTGCGGTAGGACCTACGCGACCTCTTGGACTGGCGG 
3> R A R D A I LDALENLTA EELKK 



121 TC^GCTGAAGCTGCTGTCGGTC<:CGCTGCGCa^ 

AGTTCGACTTCGACGACAGCCACGGCGACGCGGTCCC 
23^FKLKLLSVPLREGYGRI PRG 



181 CGCTGCTGTCCATGGACGCCTTGGACCTCACCGAGAAG^ 

GCGACGACAGGTACCTGCGGAACCTGGAGTGGCTGTTCGACCAGTC 
43^A LLS MDA LDLTDKLVSFYLE 



241 CCTACGGCGCCGAGCTCACCGCTAACGTGCTGCGCGACA^ 
GGATGCCGCGGCTCGAGTGGCGATTGCACGACGC 
63 ►T Y G A ELTANVLRDMGLQEMA 



301 GGCAGCTGCAGGCGGCCACGC\CCAGGGCTCTGGAG 

CCGTCGACGTCCGCCGGTGCGTGGTCCCGAGACCTCGGCGCGGTCGACCCTAGGTC 
83> GQLQAATHQGSGA-A P AG I QA 



361 CTCCTCAGTCGGCAGCCAAGCCAGGCCTGCACTTTATAGACCAGCACCGGGC^ 

GAGGAGTCAGCCGTCGGTTCGGTCCGGACGTGAAATATCTGGTCG 
103>P PQSAAKPGLHFI DQHRAAL 



421 tcgcgagggtcacaaacgttgagtggctc<:tggatgct^ 
agcgctcccagtgtttgcaactcaccgacgacctacgagacatk 

123> IARVTNVEWLLDALYGKVLT 



481 ATGAGCAGTACCAGGCAGTGCGGGCCGAGCCCACCAACCCAAGCAAGATGCGGAAGCTCT 

TACTCGTCATGGTCCGTCACGCCCGGCTCGGGTGGTTGGGTTC 
143>D EQYQAVRAEPTNPSKMRKL 



541 TC^GTITCACAO^GCCTGGAACI^ 

AGTCAAAGTGTGGTCGGACCTTKIACCTGGACGT^ 
163^F S FT PAWNWTCKDL L L QA L R 



601 AGTCCCAGTCCTACCTGGTGGAGGACCTGGAGCGGAGCTGAGGCTCCT^ 

TCAGGGTCAGGATGGACCACCTCCKX^CCTCGCCTCGACTC (SEQ ID NO:6) 

183^E SQSYLVEDLER S (SEQ ID NO:5) 



661 TCCGGTCAGCCCCTGGCAATCCCACCAAATCATCCTGAATC^^ 

AGGCCAGTCGGGGACCGTTAGGGTGGTTTAGTAGGACITAGACTAGA 



721 ATACGAAAAGCC^GCTTGAA(SEQ ID NO:4) 
TATC<TTTTTCGGTCGAACTT 
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ALIGN calculates a global alignment of two sequences 
version 2.0uPlease cite: Myers and Miller, CABIOS (1989) 

> hCARD5-DNA 7 40 aa vs m 

> mCARD5-DNA 753 aa 
scoring matrix: paml20.mat, gap penalties : -12/-4 

68.2% identity; Global alignment score: 2377 

10 20 30 
inputs C GCGTCCGGCTGCAG-CGGGGTG AGCG -GCGGCAGC GGC 

CCACGCGTCCGGCAGCAGGCAGGCTGCAGCAGGCGAGCAGCAGCAAGAGTAAAAGGTGAC 
10 20 30 40 50 60 

40 50 60 70 80 90 

i npu t S CGGGGAT CCTGG AGCCATGGGGCGCGCGCGCG ACGCCATCCTGGATGCGCTGGA 

CGCGGCTGCCCACCCCAGAGCCATGGGGCGGGCACGAGATGCCATCCTGGACGCTCTTGA 
70 80 90 100 110 120 

100 110 120 130 140 150 

inputs GAACCTGACCGCCGAGGAGCTCAAGAAGTTCAAGCTGAAGCTGCTGTCGGTGCCGCTGCG 



AAACTTGTCAGGGGATGAACTCAAAAAGTTCAAGATGAAGCTGCTGACAGTGCAACTGCG 
130 140 150 160 170 180 

160 170 180 190 200 210 

inputs CGAGGGCTACGGGCGCATCCCGCGGGGCGCGCTGCTGTCCATGGACGCCTTGGACCTCAC 

AGAAGGCTATGGGCGCATCCCACGCGGGGCCCTGCTGCAGATGGACGCCATAGATCTCAC 
190 200 210 220 230 240 

"> 

220 230 240 250 260 270 

inputs CGACAAGCTGGTCAGCTTCTACCTGGAGACCTACGGCGCCGAGCTCACCGCTAAC-GTGC 

TGACAAACTTGTCAGCTACTATCTGGAGTCGTATGGCTTGGAGCTCAC-AATGACTGTGC 
250 260 270 280 290 

280 290 300 310 320 330 

inputs TGCGCGACATGGGCCTGCAGGAGATGGCCGGGCAGCTGCAGGCGGCCACGCACCAGGGCT 

TTAGAGACATGGGCTTACAGGAGCTGGCTG AGCAGCTGCAAACGACTAAAGA — AGAG - T 
300 310 320 330 340 350 



340 350 360 370 380 390 

inpu t S CTGGAGCCGCGCCAGCTGGGATCCAGGCCCCTCCTCAGTCGGCAGCCAAGCCAGGCCTGC 
: : : : : : : : : :::::: . . : . : : : : : :::::. .::::::.. : : : : . : 
CTGGAGCTGTGGCAGCTGCAGCCAGTGTCCCTGCTCAGAGTACAGCCAGAACAGG - - - AC 
360 370 380 390 400 410 



400 410 420 430 440 450 

FIG. 5A 
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inputs ACTTTATAGACCAGCACCGGGCTGCGCTTATCGCGAGGGTCACAAACGTTGAGTGGCTGC 

ACTTTGTGGACCAGCACAGGCAAGCACTCATTGCCAGGGTCACAGAAGTGGACGGAGTGC 
420 430 440 450 460 470 

460 470 480 490 500 510 

i npu t s TGGATGCTCTGTACGGGAAGGTCCTG ACGG ATGAGC AGTACCAGGC AGTGCGGGCCGAGC 

TGGATGCTTTGCATGGCAGTGTGCTGACTGAAGGACAGTACCAGGCAGTTCGTGCAGAGA 
480 490 500 510 520 530 

520 530 540 550 560 570 

inputs CCACCAACCCAAGCAAGATGCGGAAGCTCTTCAGTTTCACACCAGCCTGGAACTGGACCT 

::::::::::::: :: . . ::: ::: :: 

CCACCAGCCAAGACAAGATGAGGAAGCTCTTCAGCTTTGTTCCATCCTGGAACCTGACCT 
540 550 560 570 580 590 

580 590 600 610 620 630 

inputs GCAAGGACTTGCTCCTCCAGGCCCTAAGGGAGTCCCAGTCCTACCTGGTGGAGGACCTGG 



GCAAGGACTCCCTCCTCCAGGCCTTGAAGGAAATACATCCCTACTTGGTGATGGACCTGG 
600 610 620 630 640 650 

640 650 660 670 680 

inputs AGCGGAGCTGAGGC -TCCTTCCCAGCAACACTCCGGTC - AGCCCCTGGCAAT-CCCAC-C 

AGCAGAGCTGAGGTATCTTTTCCAGCTACATT - - - ATCT AGCTCCTGACTTTGTAT ACAC 
660 670 680 690 700 710 

690 700 710 720 730 740 

inputs AAATCATCCTGAATCTGATCTTTTTATACACAATATACGAAAAGCCAGCTTGAA (SEQ ID NO:4) 

AATTTTTGAAAAAACAATT-TGTATTTGTGTTTAAAAAAAAAAAAAAAAAAAGG (SEQ ID NO: 1) 
720 730 740 750 760 
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ALIGN calculates a global alignment of two sequences 
version 2.0uPlease cite: Myers and Miller, CABIOS (1989) 

> hCARDS -protein 195 aa vs m 

> mCARD5 -protein 193 aa 
scoring matrix: paml20.mat, gap penalties: -12/-4 

71.8% identity; Global alignment score: 712 

10 20 30 40 50 60 

inputs MGRARDAILDALENLTAEELKKFKLKLLSVPLREGYGRIPRGALLSMDALDLTDKLVSFY 

MGRARDAILDALENLSGDELKKFKMKLLTVQLREGYGRIPRGALLQMDAIDLTDKLVSYY 
10 20 30 40 50 60 

70 80 90 100 110 120 

inputs LETYGAELTANVLRDMGLQEMAGQLQAATHQGSGAAPAGIQAPPQSAAKPGLHFIDQHRA 
• •••• » • • • ■ • • • . ....... : ::•:::: 

LESYGLELTMTVLRDMGLQELAEQLQT -TKEESGAVAAAASVPAQSTARTG - HFVDQHRQ 
70 80 90 100 110 

130 140 150 160 170 180 

inputs ALIARVTNVEWLLDALYGKVLTDEQYQAVTIA 

. : : : : : : : : . :::::::: : : : : : : : : 

AL I ARVTEVlXSVLDAIJiGS VXTEGQYQAVRAETT SQDKMRKLF SFVP SWNLTCKDS LLQA 
120 130 140 150 160 170 

190 

inputs LRESQSYLVEDLERS (SEQ ID NO:5) 

Pip O 

LKEIHPYLVMDLEQS (SEQ ID NO:2) 
180 190 
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